Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.034; wR factor = 0.090; data-to-parameter ratio = 37.2.
The asymmetric unit of the title compound, C 13 H 11 IN 2 O, comprises two crystallographically independent molecules. The dihedral angles between the ring planes are 53.56 (9) and 72.14 (19) in the two molecules. Pairs of intermolecular N-HÁ Á ÁN hydrogen bonds and IÁ Á ÁO interactions link neighbouring molecules into two different pairs of dimers, those involving N-HÁ Á ÁN interactions having R 2 2 (8) ring motifs. Short intermolecular IÁ Á ÁO [3.1458 (15) Å ] and IÁ Á ÁN [3.4834 (16) Å ] contacts are present. The crystal structure is further stabilized by intermolecular C-HÁ Á Á interactions [3.565 (2) and 3.629 (2) Å ].
Related literature
For details of hydrogen-bond motifs, see: Bernstein et al. (1995) . For applications in supramolecular chemistry and molecular recognition, see, for example: Goswami & Dey (2006) ; Goswami et al. (2005a,b) ; Steed & Atwood (2001) ; Lehn (1995) ; Desiraju (2003 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 1; (ii) x; y; z þ 1; (iii) Àx þ 1; Ày; Àz þ 1. Cg1 and Cg2 are the centroids of the C1A-C6A and C1B-C6B rings, respectively.
Data collection: APEX2 (Bruker, 2005); cell refinement: SAINT (Bruker, 2005); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2003) . 
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Comment
The role of hydrogen bonds involving neutral amidic-type NH and carbonyl type O-atom in the controlled assembly of biologically relevant molecules giving outstanding architectures is an obvious entity in nature. Amide derivatives of heterocyclic compounds are important hydrogen bonding synthons as they are the very useful substrates which can be used for the synthesis of designed receptors in the field of molecular recognition (Goswami & Dey 2006 a; Goswami et al., 2005a) and supramolecular chemistry (Steed & Atwood 2001; Lehn 1995; Desiraju 2003) . We have previously reported the design and synthesis of a series of symmetric diamido biaryls by direct homocoupling of iodoarylbenzamides (Goswmai et al. 2005b ).
In the title compound (I), Fig. 1 , intramolecular C-H···O hydrogen bonds generate six-membered rings, producing S(6) ring motifs. Pairs of intermolecular N-H···N hydrogen bonds and I···O interactions link neighbouring molecules into two different pairs of dimers, those involving N-H···N interactions having R 2 2 (8) ring motifs (Fig. 2) . The interesting features of the crystal structure are the short intermolecular I···O [3.1458 (15) Å; symmetry: 1 -x, 1 -y, -z] and I···N [3.4834 (16) Å; symmetry: x, y, z] contacts which are significanlty shorter than the sum of the van der Waals radii of these atoms. The crystal structure is further stabilized by intermolecular C-H···π interactions ( Table 1 , Cg1 and Cg2 are the centroids of the C1A-C6A and C1B-C6B benzene rings).
Experimental
To a magnetically stirred solution of the 2-amino-6-methylpyridine (108 mg, 1.0 mmol) in dry CH 2 Cl 2 (20 ml) and freshly distilled triethylamine (1.2 equiv), was added 2-iodobenzoyl chloride (1.1 equiv). Stirring was continued for 12 h. The triethylamine hydrochloride was filtered off, the organic layer after washing with water was dried (anhydrous Na 2 SO 4 ) and then the solvent was removed under reduced pressure. The residue was purified using column chromatography on silica-gel to afford (I) (310 mg, 92%).
Refinement
N-bound hydrogen atoms were located from a difference Fourier map and refined freely; see Table 1 for N-H distances.
The remaining H atoms were positioned geometrically with C-H = 0.93 Å (aromatic) or 0.96 Å (methyl), and refined in the riding model approximation with U iso (H) = 1.2 or 1.5 U eq (C). A rotating group model was used for the methyl groups.
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